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Professional Positions

Member, Koch Institute for Integrative Cancer Research July 1, 2018 — present
Professor of Biology and Biological Engineering, MIT July 1, 2015 — present
Associate Professor of Biological Engineering, MIT July 1, 2014
Associate Professor of Biology, MIT July 1, 2007
Assistant Professor of Biology, MIT January 1, 2002
Education

Ph.D. Organic Chemistry February 1998

University of California, Los Angeles
Thesis: Molecular Mechanics, Quantum Mechanics and Direct Dynamics Applied to the Study of Organic
Carbene Reactivity Advisors: Kendall N. Houk & Miguel Garcia-Garibay

Special Student, Chemistry September 1992 - June 1993
Harvard University, Cambridge, MA
A.B. Physics June 1992

Harvard University, Cambridge, MA

Teaching at MIT

Research Experiences in BioPharma

Principles of Biochemical Analysis

Topics in Protein Biochemistry

Topics in Chemical Biology

Foundations of Computational and Systems Biology

Professional Activities & Leadership Positions

President-past of The Protein Society 2021 -2022
Associate Department Head 2020 — present
Member, Editorial Board of Protein Science 2016 — present
Member, External Advisory Committee for the Dartmouth Institute for Biomolecular Targeting 2016 — present
Director or Co-Director and NIH T32 co-PI, MIT Biology graduate program 2012 — present
Member, Editorial Board of Journal of Molecular Biology 2011 — present
President of The Protein Society (elected) 2019 - 2021
President-elect of The Protein Society (elected) 2018 — 2019
Alfred P. Sloan Foundation Computational and Evolutionary Molecular Biology

fellowship selection committee 2018 — 2021
Member, Executive Council of the Protein Society (elected) 2012 - 2015
Chair, Publications Committee of the Protein Society 2012 -2015
Member, Scientific Advisory Board, Protabit LLC 2011 -2014
Co-chair, Proteins Gordon Conference (elected) 2013
Vice-chair, Proteins Gordon Conference 2011
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Director’s Transformative RO1 award

Irwin and Helen Sizer Career Development Chair

Surdna Foundation Scholar Award

Robert A. Swanson Career Development Chair

Outstanding UROP Mentor Award

Merck /MIT Collaboration Program Postdoctoral Fellowship
Helen Hay Whitney Postdoctoral Fellowship

Program in Mathematics and Molecular Biology Fellowship
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